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Elite Controllers: Deciphering the Role of the Microbiome and Inflammation
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BACKGROUND ﬁﬁ“ #CONCLUSIONS (1)
. Bacterial functions in EEC shift to lower virulence but'

* Elite controllers definition: Individuals who mantain | > .
greater metabolic adaptability. -

controlled viral suppression without treatment.
 Exceptional Elite Controllers (EECs) — Our definition:
sustained viral suppression for more than 10 years, no
treatment and CD4 nadir >350 cells/pL
« Hypothesis: The gut microbiome contributes to the
virological control of HIV by modulating specific immune

Exceptional elite control may be influenced by

a microbiome-conditioned immune landscape

In which antiviral competence and metabolic

functionality predominate over inflammatory
and virulence-associated programs.

* Microbial preparations from EEC primed a less pro-'

inflammatory state, whereas those from CP likely:
delivered more PAMPs and inflammatory metabolites, ;

reprogramming inflammasome pathways. |

* These findings suggest the microbiome supports long-

\  responses. ! . L T
N ! : term HIV control in EEC Dby restraining inflammation.
"""""""""""""""""""""""""""""""" i | . while preserving antiviral capacity. o
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o 37 EEC (mean: 27 years of follow-up since pacity . . e &V oot univrsiario
diagnosis, 568 CD4/pL, and CD4/CD8 ratio of 1.0) : - Reduced Iinflammation actively contribute to ’H‘. .’H‘ Sakaek
o 33 chronic pI’OgrESSOrS_ (CP) PWH on ART, | - Enriched metabolic pathways this natural Hlv control /H\ /i\ /ﬁ\ IH\ .
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| Study participants
o Matched for age, sex, and sexual preferences. i N
* Proteomics: expression profile of 364 inflammatory /.«"' RESUL TS ‘@gﬂj\ \'\
proteins - (PEA-Olink®). Parametric tests (t- : 7 . . . . . '\\
. ' 7 1 Differential Bacterial Abundance (EEC vs CP) 2 Differential Microbial Functions (EEC vs CP) ‘
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