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CXCRA4-tropic HIV-1 shapes unique immunopathology and larger reservoir

Kavita Mehta', Twan Otten?, Victoria R Vazquez?, Mareva Delporte'!, Maxime Verschoore', Evy Blomme', Sarah Gerlo!, Casper Rokx3, Janneke Stalenhoef*, Marvin Berrevoets®, Andre J. van der Ven?, Linos Vandekerckhove'*, Sofie Rutsaert'*
'Ghent University, Ghent, Belgium, Radboud University Medical Center, Nijmegen, The Netherlands, 3Erasmus University Medical Center, Rotterdam, The Netherlands,*OLVG, Amsterdam, The Netherlands, °ETZ Tilburg, The Netherlands

Association between X4 tropism and reservoir size
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	Slide 1: X4-tropic infection defines a clinically and biologically distinct state in treated PLWH, characterized by impaired immune restoration, expanded reservoirs, and comorbidities despite viral suppression. 

