Shared Autoantibody Signature Is Not Identified in CSF During Long COVID
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BACKGROUND RESULTS
A subset of people who recover from acute COVID-19 1. Mouse Anatomical Brain staining showed no differences in staining patterns between n-LC, 5. PhlP-seq and Logistic Regression comparison between
develop a range of emergent or persistent symptoms lasting healthy pre-pandemic controls , and post-COVID controls without any LC symptoms all n-LC cases vs all never- COVID pre-pandemic controls

PhIP-Seq Logistic Regression

months to years, collectively termed Long COVID (LC). We 14/39 n-LC samples showed positive staining on mouse brain sections, with moderate to strong
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Participants with LC (WHO criteria) and cognitive symptoms
or headache enrolled in The COVID Mind Study (n-LC,
n=39). Controls (n=25) were healthy pre-pandemic
participants (n=22) or post-COVID without any LC
symptoms (n=3). Cerebrospinal fluid (CSF) was collected
for research. Mouse brain sections were immunostained
with CSF from n-LC and controls at 1:4 dilution and
visualized with anti-human 1gG to screen for anti-neural
autoantibodies. CSF IgG was incubated with a human 2. PhIP-seq comparison between
proteome-wide phage display library (PhlP-Seq; Donovan et positively stained n-LC cases vs
al., Brain Communication 2020) to identify candidate controls yielded neuronal peptides as
antibody targets enriched in n-LC compared to controls top hits

(enrichment threshold of sum rpk>100, fold change>10, z- Analysis identified human peptides in n-LC
score>3), with the minimum patient cutoff of two, to identify CSFs with positive staining in mouse brain
enriched peptides in the neuro-PASC patients compared to  sections, compared to the negatively
controls. We orthogonally validated candidate autoantigen stained n-LCs and controls leading to the
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6. HEK293T overexpression assay did not validate
SORBS2 in n-LC patient CSF

4
e

C100rf12_351362

SDCCAG8_66147

KIF6_241988

KIF6_241989 3

CAPN2_88520
VWA7_68101
LOC105378510_371602
LOC105378510_371603
LOC105378510_371604 2
LOC105378510_371607
SOX5_390384
SOX5_666124

Anti-FLAG
SOX5_666125

. The figure shows that n-LC CSF did not co-localize with anti-
oo e FLAG SORBS2 in HEK293T cells overexpression assay.
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CONCLUSIONS
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