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BACKGROUND

People with HIV (PWH) have an increased risk of cardiovascular disease
(CVD), driven by persistent immune activation and metabolic disturbances,
despite successful antiretroviral therapy (ART). Alterations in some immune
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Methods:

- Mass spectrometry: LC-QTOF (236 lipids) and GC-gTOF (102 metabolites).

- Flow cytometry: T cell, monocyte and dendritic cell (DC) phenotype.

- Analysis: Mann-Whitney test (two group statistic), Random Forest and ROC
curves (predictive potential), Enrichment and Pathway analysis

common risk score for cardiovascular
disease In these people.

Figure 4. Integrative analysis by ROC Curves. Each line represents the predictive

value of different lipid, metabolite or immune parameter combinations. Abbreviations:
lysophosphatidylcholines (LPC), myeloid dendritic cells (mDCs), Framingham Risk Score
(FRS), Area Under the Curve (AUC), Confidence Intervals (Cl) 95%, Positive Predictive
Value (PPV), and Negative Predictive Value (NPV). (CTRL, n =19; CVD, n =19).
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Figure 1. Lipidomic and Metabolomic analysis. Bar graphs and Random Forest showing most important lipids (A) and Figure 3. T cell, monocyte and DC phenoptype. Bar graphs showing different percentages of exhausted CD8+ T cells - IBIS
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