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Ex Vivo Antigen Stimulation Induces Viral Outgrowth from a Pericentromeric Provirus
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BACKGROUND
» [Intact proviruses integrated into heterochromatic loci are

progressively enriched during long-term ART and in elite CO g n a.te a.n tl g e n reC O g n Itl O n by C D4+ T Cel IS

controllers.1-

- Tmese proviuses may evace imune recommuon e 0 F@@CtIVates provirus integrated in a region associated with

lower viral gene expression, but their clinical significance

upon ART Interruption remains unclear. d ee p e r I at e n Cy-

« Recent findings Indicate that cognate antigen
engagement can increase HIV-1 RNA expression.’

* We sought to determine whether stimulation with cognate RESULTS

CONCLUSIONS
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Impact: While these proviruses are enriched In
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