Reservoir-harboring T-cell clones have a cytotoxic immunophenotype that may affect HIV inducibility
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INTRODUCTION

« The HIV reservoir is enriched for clonal CD4+ T-cells
harboring intact proviruses after years of antiretroviral therapy
(ART).

* Inthis study, we characterize the immunophenotypes of
‘authentic reservoir-harboring clones’ (ARCs) isolated and
propagated from people living with HIV (PLWH) and aim to
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understand the contribution of these profiles to persistence.
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Figure 1. Schematic for the isolation and propagation of ARCs and matched

uninfected clones.
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features of this phenotype that may affect HIV inducibility.
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