Lymph Node Dendritic cells harbor an altered transcriptomic profile despite years of
suppressive ART
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Figure 3: LN DCs harbor a specific and distinct transcriptomic profile during chronic HIV
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Despite significant advances in the efficacy of antiretroviral therapy
(ART) and expanded access to people living with HIV, virologic
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changes In LN DC transcriptomic, phenotypic, functional profile. HIV-infected LN
DCs harbor a specific gene signature associated with inflammation and immune
activation, which is only partially restored after suppressive ART.
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