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a positive control agonist. (E) Activation of the nuclear receptor VDR after 24 hours of Figure 4. (A) Experimental model to test the impact of bile acids on full PBMCs. (B) Cytokine National Heart, Lung, Comprehensive
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900000000000 flow cytometry. (E, F) Scatter dot plots showing the frequency of TGR5-positive monocytes

producing Type | IFN-a (E) and IFN-B (F) after treatment with the TGR5 agonists DCA and LCA,
along with their respective sulfated counterparts, for 24 hours. For statistical analysis, the
Kruskal-Wallis test without correction for multiple comparisons was performed.
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