Changing Clustering Rates in the Rhode Island HIV-1 Epidemic
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characteristics of persons living with HIV who are part of
molecular clusters (clustering rates), has potential to provide
valuable insights into HIV transmission dynamics and help
guide targeted public health interventions for prevention.
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characteristics and transmission risk factors. I n R h O d e IS I an d - Clustering rates Iincreased significantly over time more
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Figure 1*: Clustering rates in Rhode Island over three decades

Clustering rates: ®)
Tau 95% Cl  p-value = : : . :
PY Newl ci 2P 3 mental illness versus those without it since 2013 (Figure 7),
ewly diagnosed  0.753 0.572-0.860 <0.001 o c i 5 i 3 : :
O PLWH (prevalent) 0.986 0.972-0.993 <0.001 ° 4 2000 = jgure igure persons with HIV-1 subtype B versus non-B since 2013
o ® Primary transmission risk factors MSM status - - -
R0 © o0 G S Y transmissie = SN (Figure 8), and US-born versus foreign-born persons since
2 (o) b o % >0 Tau 95°/gCI ;;value Het | >0 Clusteri t " d d "
) ' o ° - eterosexuals ° ustering rates:
O 7 o o o 2500 2 < MSM 095 T36-0.98 20901 " R Tau 95% Gl pvalie 2007 (Figure 9). Crossovers and divergence patterns in
o . . " g .
% y ~ 0 o £ 401 <> PWID 0.96 0.93-0.98 <0.001 N £ 401 MSM 0.96 0.93-0.98 <0.001 clusterlng rates identified over time almong some Jgroups
o) 5yOC 2000 = _ ) 097 < : : : : :
o v o > HET 0.93 0.87-0.97 <0.001 0 | o <> Non-MSM 0.95 0.90-0.97 <0.001
T 0. o yOOC T > _ A (dashed vertical lines in Figures 2-9) further characterized
c - — Other 0.73 0.63-0.89 <0.001 Non-MSM
cU p ~ ~ [ é % 30_ e . . . . : % 30_ l _ _
o O ¢ 1500 S 2 2 | clustering trend dynamics.
© e S N | N |
—_ cC | C I
®) = o 207 | o 20- |
C 1000 = | | = |
= 50 < S 5 CONCLUSIONS
) 20 = 8_ a I I 8_ |
+2 © | | |
U) el e . e . . . .
= f00 & g 10 | | | g 101 &3 | Monitoring HIV-1 clustering rates over three decades In a
o ' ! | | | : : : : :
0O
= i i i i statewide epidemic revealed evolving trends and diverse
01 0 : : :
- | | | |
0- 0 9 N A S AN A Pt N A S AN A Pt patterns among key populations over time, suggesting a
---------------------------------- P Sl R o o o e e o T T T T s e R R R o R o o o e o R T R o T = R R s
DO~ ANNTOOMNOIOT—ANM S S e e e e NAAANNAAANNANANNNNNNNNNNNANNN 2 2 20202020208 S vrveveveve NAAANNAANNANNNNNANNNNANNNAN " " " " "
QeSS anoo oS SNNARY 5 Yoars of V-1 dingrosie Yoars of V-1 dingrosie gradual shiit toward a more localized epidemic in Rhode
Years of HIV-1 diagnosis Island. Findings emphasize the importance of tracking
* Clustering rate trends (left Y-axis) among newly diagnosed (red) and prevalent (blue) clustering rates to guide targeted interventions and prevent
HIV1 Infections over time (X—ax!s). Dot_s = estimated annu_al propo_rtlons of clustered new transmissions.
Individuals. Blue bars = cumulative available genotypes (right Y axis).
Figure 4 Figure 5 Figure 6 Figure 7 Figure 8 Figure 9
-1 di ' : 50 : :
Gender Age at HIV-1 diagnosis . Race . Mental illness With HIV-1 subtypes et e o Country of birth .
- 601 Transgender in\c‘jividuals/“- O S s o 50 o Tau 95%Cl p-value 2 Clustering rates: N o TauCIus;egggCrlatesF;_value O Clustering rates: \
° ° .60 0.19 -0.31-0.560.42 Asians iy Tau _ 95%Cl__ p-alue o °.40! B 098 0.96-0.99 <0001 0O 0o °. Tau _ 95%Cl__ p-value o
g 501 7 Me\rj g 40- (—(3 \ O 40! With  0.98 0.96-0.99 <0.001 5o° \ 8 > Non-B 045 0.06-0.69 <0.05 2 | = 3 g 401 USA 0.97 0.93-0.98 <0.001 = 00" oo
2 2 = 50 fad_S5hCl palie X <> Without 0.95 0.90-0.98 <0.001 q Without =2 3 | 3 <> Non-USA 0.92 0.84-0.96 <0.001 o \
40 o 9 0.96 0.92-0.98 <0.001 8 o/ 0 : Non-B sublypes o Non-USA
o O - 30 O/O g ° T 3() o ° 30 | ° 301
c \ c ) c 40 \ c | c | c
8 30 S, : Women g Q,L Clustering rates: 8 // ® : g : g :
c _ _ c Tau  95%Cl  p-value c _ 2 c o c
fE’ : - C'“S;eg:)'/‘gcrlates- | % 20 % <20 years old  0.94 0.88-0.97 <0.001 '*CE) 30 Black or African \ 5 20 / : % 20- : _g 20 :
8 201 | Men 0.99 09610 <0001 2 o5 | <> 21-30years old 096 0.91-0.98 <0.001 § / Americans = % | Q 5 | Q Ao |
@) ) ) ’ ' @) . o) ; Tau 95% ClI -value [e) [®)
o . i > Women 0.89 0.80-0.95 <0.001 o 101 Qi ‘C;?.B —2 O i g 21—;12 years o:j g.z: 3.22—2.22 <2.g§: s 20 Z i 097 093098 20.001 310 Mo'o i o i 10 D-Oyo © i
' O T der 0.60 0.26-0.79 <0.05 0 C o0 years old 0.91 0.85-0.96 <0. _ o8 oge! o 101
- individuals N M | >50 years old  0.88 0.75-0.94 <0.001 10 O'M | TR0 | i Oo i
| | | |
""""""""" 2EO-0nIDO-ID9TADY VLV P R LR R T I TR Y T e L EEEE R I T T R R SR LR NRIROEORO - NNINOE RO, Ry RS RO S NI RO ERO - NOIVOE RIS IND Y S R e R R e NI RO R R RO NOILOE DRI NG Y
Years of HV-1 diagnosis Years of HV-1 diagnosis Years of HV-1 diagnosis Years of HV-1 diagnosis Years of HIV-1 diagnosis Years of HIV-1 diagnosis



	Slide 1: Monitoring HIV clustering rates over three decades in a statewide epidemic revealed evolving trends among key populations, suggesting a gradual shift toward a more localized HIV-1 epidemic in Rhode Island.

