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RESULTS continued . . .

« However, Bifidobacterium relative abundance was
associated with WAZ specifically in CHEU (Fig. 3A).

« The association between Bifidobacterium relative

. . - abundance and weight gain was driven by maternal

abundance Is assoclated with RGeS

 There was no difference in relative abundance in CHEU
by maternal TMP/SMX or in WAZ (Fig. 2B).

We | g ht g a_l n | n C h | Id re n . There was no difference in WAZ in CHEU by maternal

TMP/SMX prophylaxis (Fig. 3C).
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not infected with HIV (CHEU) continue to experience
differences in growth/growth faltering in the setting of
highly efficacious maternal antiretroviral therapy.

 If so, are alterations In the infant gut microbiome of
CHEU associated with these differential outcomes?

CHEU are at increased risk of growth faltering compared to
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+ A cohort 350 pregnant women with and without HIV RNA <1OO_O copies/mL, 65% on TMP/SMX 2 0.2 /\ bundance is associated with infant
(WWH and WWoH) were enrolled in an observational prophylaxis N 2 05 //\ weight at 3 months of age in CHEU but
cohort in Migori County, Kenya. »  Weight-for-Age Z-score (WAZ) differed significantly c . e not CHU infants. B. This association is
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»  Women and infants were followed prospectively with etween CHEU and CHU at 3, 6, and 9 months (Fig. 1) 5 —CHEU .- T ines indicate linear regression estimates
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TABLE 1 “ confidence intervals. Red asterisks show significant the setting of highly effective antiretroviral therapy.
3dtrimester 1-7d W3 W6 M3 M6 M9 M12 M18 M24 .
N 164 155

differences at the 3, 6 and 9-month visits. We found that weight gain in CHEU Is associated with
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Overweight/obese 32 (20%) 27 (17%) 0.06
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Preterm (<37 wks) 16 (10%) 15 (10%) 1.0

 16S rRNA sequencing of the V4 region was performed Anemia 64 (39%)  33(21%)  <0.001 Ei"" S ™ maternal TMP/SMX prophylaxis.
on available Infant rectal swabs (319 of 333 pairs). Multiparous 150 (92%) 103 (67%)  <0.001 £ o £ s0-
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differentially abundant bacterial taxa. Infant samples prior to infant TMP/SMX, HMO analyses, and
BW 1st 7 days (kg) 3.21 3.25 0.40 0
 An Interaction model was used to test if associations Infant ARV* 135 (82%) " " o Bifidobacterium quantification.
between growth outcomes and bacterial abundances Iiin® TRREIeS” | B . > Barolote of infant et micrab
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