Low SKAP1 Levels Indicates a Potential New Mechanism in HIV Immunological Non-Responders

Wilhelm AJW Vos'2, Xun Jiang?, Jessica dos Santos?, Albert L Groenendijk#, Marc JT Blaauw>, Louise E van Eekeren?', Nadira Vadaqg?,

Vasiliki Matzaraki', Mike van der Kolk®, Willem L Blok?, Janneke E Stalenhoef?, Jan van Lunzen?, Yang Li3, Cheng-Jian Xu3, Andre JAM van der Ven'

1 Department of Internal Medicine, Radboud University Medical Center, Nijmegen, The Netherlands, 2 Department of Internal Medicine, OLVG, Amsterdam, The Netherlands, 3 Centre for
Individualized Infection Medicine, a joint venture between the Helmholtz Centre for Infection Research (HZl) and the Hannover Medical School (MHH), Hannover, Germany, Hannover, Germany, 4 2000 H IV
Department of Internal Medicine, ErasmusMC, Erasmus University, Rotterdam, The Netherlands, > Department of Internal Medicine, Elizabeth-Tweesteden Ziekenhuis, Tilburg, The Netherlands, ©
ViiV Healthcare, Brentford, United Kingdom

00324

BACKGROUND

Immunological non-responders (INR) are people living
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