PHENOTYPE OF SIV-INFECTED CELLS IN BLOOD AND TISSUES USING A NEW SINGLE CELL APPROACH
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sustain SIV replication at single-cell
level may lead to the identification of
key mechanisms of SIV persistence.
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SIVmac239-infected ART-naive rhesus Single staining. (B) Expression of CD69, Ki67, CD127, CTLA-4 and PD-1. (C) Expression of the integrins
a4pB1, a4B7 and their subunits in each population.
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