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Presence of Genotypic Signatures for 3BNC117
Sensitivity
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¢ The proportions of 3BNC117 signatures were similar in pre-ART plasma,
pre-ART PBMC, and post-ART PBMC virus across all participants, and within
or between groups (p>0.05, comparisons by chi-square test)

Concordance of 3BNC117 Sensitivity Signatures Across
Sample Types and Time Points
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¢ There was a high level of concordance for 3BBNC117 signatures between
pre-ART plasma, pre-ART PBMC, and post-ART PBMC virus

Presence of Sensitivity Signatures to EVM and 3BNC117*

Participants, n (%)

Pre-ART Plasma Pre-ART PBMC Post-ART PBMC
Sensitivity Category n=87 n=89 n=79
42 (48) 44 (49) 41 (52)
48 (55) 55 (62) 47 (59)
EVM + 3B 27 (31) 29 (33) 25 (32)

*Sensitivity predictions for EVM using N332glycan/D325/H330 signature (83% PPV) and for 3BNC117 using 1201/F353 (84% PPV); TIncludes viruses susceptible
to both bNADs.

Conclusions

¢ In the ACTG A5354 study, participants who initiated ART during AEHI
had lower HIV Env sequence diversity compared with people with HIV
who initiated ART during chronic infection

¢ Viral Env diversity and prevalence of genotypic bNADb sensitivity
signatures were comparable across participants in Fiebig -V

¢ There were no significant differences in Env diversity or bNADb sensitivity
signatures before and after ART

¢ Data in this population indicate that the viral reservoir formed during AEHI
IS representative of the circulating virus at ART initiation and suggest that
there is limited evolution of the provirus during >1 y of suppressive ART
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