SUPERIOR PROTECTION AGAINST SHIV INFECTION BY SAME SITE DNA-PROTEIN CO-IMMUNIZATION
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Selection of Sequentially Isolated DNA + Protein Co-administration Vaccine Regimen CH505 Ab Binding to FcyRllla
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transmission risk. These data suggest that simultaneous recognition, processing and
presentation of DNA + Env protein in the same draining lymph node play a critical role in
the development of protective immunity.
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