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Figure 1. Gating strategy used for the isolation of functionally-
defined T Helper Memory cells. From singlet lymphocytes, CONCLUSION AC KNOWLEDGEMENTS
Live, CD4 Memory T cells were sorted into Foxp3+ T
Regulatory cells (Tregs), IL-17 producing CCR6+ Th17 cells,

CCR6+ cells Thi7-like cells, IFNg-producing Th1 cells, *Th17 cells are infected at_ egual Ieve]s as other T Helper Memorylcell subsets Thi§ work was funded by the. Intramural Research P.rogram o_f the National
CCR4+ Th2-like cells, and all the other cells which did not *The degree each subset is infected is strongly correlated to the size of the Institute of Allergy and Infectious Disease at the National Institutes of Health.
express the phenotypic and functional markers we have subset, making preferential infection by SIV unlikely to be the cause for the

defined. We call this group "Other.” depletion of Th17 cells
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