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Data Generated and Statistical Analysis Figure 4. Levels of CMV DNA were correlated with all soluble

Background
markers at baseline. Levels of EBV DNA were correlated with some

Despite antiretroviral therapy (ART), HIV infection remains associated « Levels of CMV and EBV DNA were measured in PBMC by droplet digital PCR. biomarkers at multiple time points.
with higher morbidity/mortality, linked to increased inflammation.

« Levels of CMV and EBV IgG were measured at year 1 in plasma by ELISA."
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« ART naive when enrolled into an ACTG clinical trial. EBV DNA waos dert)ectedpin >9’0% were associated with increased risk of events. CMV and EBV DNA levels were correlated only at the pre-event time
 Plasma HIV-1 RNA load <400 copies/mL at week 48 after ART ' point (r=0.18, p<0.0001), (Not shown).
initiation and thereafter. ) crprir  on ox on Levels of EBV DNA were associated with EBV IgG (r=0.37, p<0.0001),
T while CMV DNA levels were not associated with CMV IgG (Not shown)
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Bars show medians and interquartile ranges. yield * indicated statistical significance at p<0.05 while ** indicated p<0.01.



