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Background Site-specific phosphorylation of HIV-1 CTL response to phosphorylated HIV-1

> HIV-1is genetically conserved retrovirus Map of phosphorylated sites detected in HIV-1 Gag polyprotein Location of phosphorylated epitopes on p24 hexamer
> HIV-1 depends on the host cell machinery to support its life cycle, including post-translational 44 i KAFSPEVIPMF (KF11), S(165) QASQEVKNW (QW9), S(310)
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» How HIV-1 phosphorylation affects viral immune recognition by cytotoxic T cells is unknown at ( : ( | | |
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» Notably, recognition of phosphorylated epitopes by CD8 T cells is well documented in the context of SP? Sp1
lymphoma and melanoma ' Phosphorylation detected in infected CD4 lysate only o
Phosphorylation detected in cell-free HIV-1 lysate only
: Phosphorylation detected in both
Key questions:
1. Is there site-specific phosphorylation of HIV-1 during infection of CD4 T cells and is it sustained in
the cell-free virus? Host kinases can phosphorylate HIV-1 protein in vitro: e.g. pS(165)
2. Can phosphorylated HIV-1 pept!des bg pr_esented In the conte_xt of HLA Clais |? Prediction of kinases activity We detected numerous kinases and Actlvated p38 detected In vitro HLA bmdmg assay Wwith phosphorylated peptldes
3. Can phosphorylated HIV-1 peptides elicit immune responses in CD8 T cells? B e ohosphatases in HIV-1 exposed CD4 T cells N our HIV-1 exposed CDA T cells
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In our current study. Entropy scores were determined as reported in the LANL database. Statistical differences
were determined using Mann-Whitney test.
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Conclusions and future directions

HIV-1
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